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33157.SEQUENCE LISTING (ASCII TEXT) (SSW1915) .TXT 
SEQUENCE LISTING 

<110> KUMAR, Chandrika S. 

<120> METHODS AND COMPOSITIONS TARGETING TYROSINE KINASES 

<130> 3491/0M582US0 

> <140> To be assigned 
• <141> Herewith 

<160> 35 

<170> Patentin version 3.2 

<210> 1 

<211> 3949 

<212> DNA 

<213> Homo sapiens 

<400> 1 

gcggtggcgc gggagcggcc ccggggaccc cgcgctgctg acggcggcga ccgcggccgg 60 

aggcgggcgc gggtctcgga ggcggtcgcc tcagcaccgc cccacgggcg gccccagccc 120 

ctcccgcagc cctcctccct cccgctccct tcccgccgcc tcctccccgc cctcctccct 180 

cctcgctcgc gggccgggcc cggcatggtg cggcgtcgcc gccgatggcg ctgaggcgga 240 

gcatggggcg gccggggctc ccgccgctgc cgctgccgcc gccaccgcgg ctcgggctgc 300 

tgctggcggc tctggcttct ctgctgctcc cggagtccgc cgccgcaggt ctgaagctca 360 

tgggagcccc ggtgaagctg acagtgtctc aggggcagcc ggtgaagctc aactgcagtg 420 

tggaggggat ggaggagcct gacatccagt' gggtgaagga tggggctgtg gtccagaact 480 

tggaccagtt gtacatccca gtcagcgagc agcactggat cggcttcctc agcctgaagt 540 

cagtggagcg ctctgacgcc ggccggtact ggtgccaggt ggaggatggg ggtgaaaccg 600 

agatctccca gccagtgtgg ctcacggtag aaggtgtgcc atttttcaca gtggagccaa 660 

aagatctggc agtgccaccc aatgcccctt tccaactgtc ttgtgaggct gtgggtcccc 720 

ctgaacctgt taccattgtc tggtggagag gaactacgaa gatcggggga cccgctccct 780 

ctccatctgt tttaaatgta acaggggtga cccagagcac catgttttcc tgtgaagctc 840 

acaacctaaa aggcctggcc tcttctcgca cagccactgt tcaccttcaa gcactgcctg 900 

cagccccctt caacatcacc gtgacaaagc tttccagcag caacgctagt gtggcctgga 960 

tgccaggtgc tgatggccga gctctgctac agtcctgtac agttcaggtg acacaggccc 1020 

caggaggctg ggaagtcctg gctgttgtgg tccctgtgcc cccctttacc tgcctgctcc 1080 

gggacctggt gcctgccacc aactacagcc tcagggtgcg ctgtgccaat gccttggggc 1140 

cctctcccta tgctgactgg gtgccctttc agaccaaggg tctagcccca gccagcgctc 1200 

cccaaaacct ccatgccatc cgcacagatt caggcctcat cttggagtgg gaagaagtga 1260 

tccccgaggc ccctttggaa ggccccctgg gaccctacaa actgtcctgg gttcaagaca 1320 

atggaaccca ggatgagctg acagtggagg ggaccagggc caatttgaca ggctgggatc 1380 

cccaaaagga cctgatcgta cgtgtgtgcg tctccaatgc agttggctgt ggaccctgga 1440 
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gtcagccact ggtggtctct tctcatgacc gtgcaggcca gcagggccct cctcacagcc 1500 

gcacatcctg ggtacctgtg gtccttggtg tgctaacggc cctggtgacg gctgctgccc 1560 

tggccctcat cctgcttcga aagagacgga aagagacgcg gtttgggcaa gcctttgaca 1620 

gtgtcatggc ccggggagag ccagccgttc acttccgggc agcccggtcc ttcaatcgag 1680 

aaaggcccga gcgcatcgag gccacattgg acagcttggg catcagcgat gaactaaagg • 1740 

aaaaactgga ggatgtgctc atcccagagc agcagttcac cctgggccgg atgttgggca 1800 

aaggagagtt tggttcagtg cgggaggccc agctgaagca agaggatggc tcctttgtga 1860 

aagtggctgt gaagatgctg aaagctgaca tcattgcctc aagcgacatt gaagagttcc 1920 

tcagggaagc agcttgcatg aaggagtttg accatccaca cgtggccaaa cttgttgggg 1980 

taagcctccg gagcagggct aaaggccgtc tccccatccc catggtcatc ttgcccttca 2040 

tgaagcatgg ggacctgcat gccttcctgc tcgcctcccg gattggggag aaccccttta 2100 

acctacccct ccagaccctg atccggttca tggtggacat tgcctgcggc atggagtacc 2160 

tgagctctcg gaacttcatc caccgagacc tggctgctcg gaattgcatg ctggcagagg 2220 

acatgacagt gtgtgtggct gacttcggac tctcccggaa gatctacagt ggggactact 2280 

atcgtcaagg ctgtgcctcc aaactgcctg tcaagtggct ggccctggag agcctggccg 2340 

acaacctgta tactgtgcag agtgacgtgt gggcgttcgg ggtgaccatg tgggagatca 2400 

tgacacgtgg gcagacgcca tatgctggca tcgaaaacgc tgagatttac aactacctca 2460 

ttggcgggaa ccgcctgaaa cagcctccgg agtgtatgga ggacgtgtat gatctcatgt 2520 

accagtgctg gagtgctgac cccaagcagc gcccgagctt tacttgtctg cgaatggaac 2580 

tggagaacat cttgggccag ctgtctgtgc tatctgccag ccaggacccc ttatacatca 2640 

acatcgagag agctgaggag cccactgcgg gaggcagcct ggagctacct ggcagggatc 2700 

agccctacag tggggctggg gatggcagtg gcatgggggc agtgggtggc actcccagtg 2760 

actgtcggta catactcacc cccggagggc tggctgagca gccagggcag gcagagcacc 2820 

agccagagag tcccctcaat gagacacaga ggcttttgct gctgcagcaa gggctactgc 2880 

cacacagtag ctgttagccc acaggcagag ggcatcgggg ccatttggcc ggctctggtg 2940 

gccactgagc tggctgacta agccccgtct gaccccagcc cagacagcaa ggtgtggagg 3000 

ctcctgtggt agtcctccca agctgtgctg ggaagcccgg actgaccaaa tcacccaatc 3060 

ccagttcttc ctgcaaccac tctgtggcca gcctggcatc agtttaggcc ttggcttgat 3120 

ggaagtgggc cagtcctggt tgtctgaacc caggcagctg gcaggagtgg ggtggttatg 3180 

tttccatggt taccatgggt gtggatggca gtgtggggag ggcaggtcca gctctgtggg 3240 

ccctaccctc ctgctgagct gcccctgctg cttaagtgca tgcattgagc tgcctccagc 3300 

ctggtggccc agctattacc acacttgggg tttaaatatc caggtgtgcc cctccaagtc 3360 

acaaagagat gtccttgtaa tattcccttt taggtgaggg ttggtaaggg gttggtatct 3420 

caggtctgaa tcttcaccat ctttctgatt ccgcaccctg cctacgccag gagaagttga 3480 
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ggggagcatg cttccctgca gctgaccggg tcacacaaag gcatgctgga gtacccagcc 3540 

tatcaggtgc ccctcttcca aaggcagcgt gccgagccag caagaggaag gggtgctgtg 3600 

aggcttgccc aggagcaagt gaggccggag aggagttcag gaacccttct ccatacccac 3660 

aatctgagca cgctaccaaa tctcaaaata tcctaagact aacaaaggca gctgtgtctg 3720 

agcccaaccc ttctaaacgg tgacctttag tgccaacttc ccctctaact ggacagcctc 3780 

ttctgtccca agtctccaga gagaaatcag gcctgatgag ggggaattcc tggaacctgg 3840 

accccagcct tggtggggga gcctctggaa tgcatggggc gggtcctagc tgttagggac 3900 

atttccaagc tgttagttgc tgtttaaaat agaaataaaa ttgaagact 3949 

<210> 2 

<211> 890 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ala Leu Arg Arg Ser Met Gly Arg Pro Gly Leu Pro Pro Leu Pro 
1 5 10 15 

Leu pro pro Pro Pro Arg Leu Gly Leu Leu Leu Ala Ala Leu Ala Ser 
20 ^ 25 30 

Leu Leu Leu Pro Glu Ser Ala Ala Ala Gly Leu Lys Leu Met Gly Ala 
35 40 45 

Pro val Lys Leu Thr val ser Gin Gly Gin Pro val Lys Leu Asn Cys 
50 55 60 

Ser Val Glu Gly Met Glu Glu Pro Asp lie Gin Trp Val Lys Asp Gly 
65 70 75 80 

Ala val Val Gin Asn Leu Asp Gin Leu Tyr lie Pro val ser Glu Gin 
85 90 95 

His Trp He Gly Phe Leu ser Leu Lys ser Val Glu Arg ser Asp Ala 
100 105 110 

Gly Arg Tyr Trp Cys Gin Val Glu Asp Gly Gly Glu Thr Glu lie Ser 
115 120 125 

Gin Pro val Trp Leu Thr val Glu Gly val Pro Phe Phe Thr Val Glu 
130 135 140 

Pro Lys Asp Leu Ala val Pro Pro Asn Ala Pro Phe Gin Leu ser cys 
145 150 155 160 

Glu Ala Val Gly Pro Pro Glu pro Val Thr He Val Trp Trp Arg Gly 
165 170 175 
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Thr Thr Lys lie Gly Gly Pro Ala Pro ser Pro Ser val Leu Asn Val 
180 185 190 

Thr Gly Val Thr Gin Ser Thr Met Phe Ser Cys Glu Ala His Asn Leu 
195 200 205 

Lys Gly Leu Ala Ser ser Arg Thr Ala Thr val His Leu Gin Ala Leu 
210 215 220 

pro Ala Ala Pro Phe Asn He Thr val Thr Lys Leu Ser Ser Ser Asn 
225 230 235 240 

Ala Ser Val Ala Trp Met Pro Gly Ala Asp Gly Arg Ala Leu Leu Gin 
245 250 255 

Ser Cys Thr val Gin val Thr Gin Ala Pro Gly Gly Trp Glu Val Leu 
260 265 270 

Ala val val Val Pro val Pro Pro Phe Thr Cys Leu Leu Arg Asp Leu 
275 280 285 

Val Pro Ala Thr Asn Tyr Ser Leu Arg val Arg cys Ala Asn Ala Leii 
290 295 300 

Gly Pro ser Pro Tyr Ala Asp Trp val Pro Phe Gin Thr Lys Gly Leu 
305 310 315 320 

Ala Pro Ala Ser Ala Pro Gin Asn Leu His Ala lie Arg Thr Asp Ser 
325 330 335 

Gly Leu lie Leu Glu Trp Glu Glu val lie Pro Glu Ala Pro Leu Glu 
340 345 350 

Gly Pro Leu Gly Pro Tyr Lys Leu ser Trp val Gin Asp Asn Gly Thr 
355 360 365 

Gin Asp Glu Leu Thr val Glu Gly Thr Arg Ala Asn Leu Thr Gly Trp 
370 375 380 

ASP pro Gin Lys Asp Leu lie val Arg val cys Val ser Asn Ala val 
385 390 395 400 

Gly cys Gly Pro Trp ser Gin Pro Leu Val val ser Ser His Asp Arg 
. 405 410 415 

Ala Gly Gin Gin Gly Pro Pro His Ser Arg Thr ser Trp val Pro Val 
420 425 430 

Val Leu Gly Val Leu Thr Ala Leu Val Thr Ala Ala Ala Leu Ala Leu 
435 440 445 
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lie Leu Leu Arg Lys Arg Arg Lys Glu Thr Arg Phe Gly Gin Ala Phe 
450 455 460 

ASD ser Val Met Ala Arg Gly Glu pro Ala val His Phe Arg Ala Ala 
465 470 . 475 480 

Arg ser Phe Asn Arg Glu Arg Pro Glu Arg lie Glu Ala Thr Leu Asp 
^ 485 490 495 

Ser Leu Gly He ser Asp Glu Leu Lys Glu Lys Leu Glu Asp val Leu 
500 505 510 

He pro Glu Gin Gin Phe Thr Leu Gly Arg Met Leu Gly Lys Gly Glu 
515 520 525 

Phe Gly Ser val Arg Glu Ala Gin Leu Lys Gin Glu Asp Gly ser Phe 
530 535 540 

val Lys Val Ala Val Lys Met Leu Lys Ala Asp lie lie Ala ser ser 
545 550 555 560 

Asp lie Glu Glu Phe Leu Arg Glu Ala Ala cys Met Lys Glu Phe Asp 
565 570 575 

His Pro His Val Ala Lys Leu Val Gly val Ser Leu Arg Ser Arg Ala 
580 585 590 

Lys Gly Arg Leu Pro He Pro Met Val He Leu Pro Phe Met Lys His 
595 600 605 

Gly ASP Leu His Ala Phe Leu Leu Ala Ser Arg He Gly Glu Asn Pro 
610 615 620 

Phe Asn Leu Pro Leu Gin Thr Leu He Arg Phe Met val Asp lie Ala 
625 630 635 640 

cys Gly Met Glu Tyr Leu Ser ser Arg Asn Phe He His Arg Asp Leu 
645 650 655 

Ala Ala Arg Asn Cys Met Leu Ala Glu Asp Met Thr val cys val Ala 
660 665 670 

ASP Phe Gly Leu Ser Arg Lys He Tyr Ser Gly Asp Tyr Tyr Arg Gin 
675 680 685 

Gly cys Ala ser Lys Leu Pro Val Lys Trp Leu Ala Leu Glu Ser Leu 
^ 690 695 700 

Ala ASP Asn Leu Tyr Thr val Gin Ser Asp Val Trp Ala Phe Gly Val 
705 710 715 720 
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33157_SEQUENCE LISTING (ASCII TEXT) (SSW1915) -TXT 

Thr Met Trp Glu lie Met Thr Arg Gly Gin Thr Pro Tyr Ala Gly He 
725 730 735 

Glu Asn Ala Glu lie Tyr Asn Tyr Leu He Gly Gly Asn Arg Leu Lys 
740 745 750 

Gin Pro Pro Glu cys Met Glu Asp Val Tyr Asp Leu Met Tyr Gin cys 
755 760 765 

Trp Ser Ala Asp Pro Lys Gin Arg Pro Ser Phe Thr cys Leu Arg Met 
770 775 780 

Glu Leu Glu Asn lie Leu Gly Gin Leu Ser Val Leu Ser Ala Ser Gin 
785 790 795 800 

Asp Pro Leu Tyr lie Asn lie Glu Arg Ala Glu Glu Pro Thr Ala Gly 
805 810 815 

Gly ser Leu Glu Leu Pro Gly Arg Asp Gin Pro Tyr Ser Gly Ala Gly 
820 825 830 

Asp Gly Ser Gly Met Gly Ala val Gly Gly Thr Pro Ser Asp cys Arg 
835 840 845 

Tyr lie Leu Thr Pro Gly Gly Leu Ala Glu Gin Pro Gly Gin Ala Glu 
850 855 860 

His Gin Pro Glu Ser Pro Leu Asn Glu Thr Gin Arg Leu Leu Leu Leu 
865 870 875 880 

Gin Gin Gly Leu Leu Pro His Ser ser Cys 
885 890 

<210> 3 

<:211> 678 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Ala pro ser Leu Ser Pro Gly Pro Ala Ala Leu Arg Arg Ala Pro 
15 10 15 

Gin Leu Leu Leu Leu Leu Leu Ala Ala Glu cys Ala Leu Ala Ala Leu 
20 25 30 

Leu Pro Ala Arg Glu Ala Thr Gin Phe Leu Arg Pro Arg Gin Arg Arg 
35 40 45 

Ala Phe Gin val Phe Glu Glu Ala Lys Gin Gly His Leu Glu Arg Glu 
50 55 60 
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33157.SEQUENCE LISTING (ASCII TEXT) (SSW1915) .TXT 

Cys val Glu Glu Leu Cys ser Arg Glu Glu Ala Arg Glu va1 Phe Glu 
65 70 75 80 

Asn Asp Pro Glu Thr Asp Tyr Phe Tyr Pro Arg Jyr Leu Asp Cys lie 
85 90 95 

Asn Lys Tyr Gly Ser Pro Tyr Thr Lys Asn Ser Gly Phe Ala Thr Cys 
100 105 110 

val Gin Asn Leu Pro Asp Gin Cys Thr Pro Asn Pro cys Asp Arg Lys 
lis 120 125 

Gly Thr Gin Ala Cys Gin Asp Leu Met Gly Asn Phe Phe Cys Leu Cys 
130 135 140 

Lys Ala Gly Trp Gly Gly Arg Leu Cys Asp Lys Asp val Asn Glu cys 
145 150 155 160 

Ser Gin Glu Asn Gly Gly cys Leu Gin lie Cys His Asn Lys Pro Gly 
165 170 175 

Ser Phe His Cys Ser Cys His Ser Gly Phe Glu Leu Ser ser Asp Gly 
180 185 190 

Arg Thr Cys Gin Asp lie Asp Glu Cys Ala Asp Ser Glu Ala cys Gly 
195 200 205 

Glu Ala Arg cys Lys Asn Leu Pro Gly Ser Tyr ser cys Leu Cys Asp 
210 215 220 

Glu Gly Phe Ala Tyr ser ser Gin Glu Lys Ala Cys Arg Asp val Asp 
225 230 235 240 

Glu cys Leu Gin Gly Arg Cys Glu Gin val cys val Asn ser Pro Gly 
245 250 255 

Ser Tyr Thr cys His Cys Asp Gly Arg Gly Gly Leu Lys Leu ser Gin 
260 265 270 

Asp Met Asp Thr cys Glu Asp lie Leu Pro cys val Pro Phe Ser val 
275 280 285 

Ala Lys ser Val Lys ser Leu Tyr Leu Gly Arg Met Phe ser Gly Thr 
290 295 300 

Pro val lie Arg Leu Arg Phe Lys Arg Leu Gin Pro Thr Arg Leu Val 
305 310 315 320 

Ala Glu Phe Asp Phe Arg Thr Phe Asp Pro Glu Gly He Leu Leu Phe 
325 330 335 
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Ala Gly Gly His Gin Asp Ser Thr Trp lie val Leu Ala Leu Arg Ala 
340 345 350 

Gly Arg Leu Glu Leu Gin Leu Arg Tyr Asn Gly val Gly Arg val Thr 
355 360 365 

Ser ser Gly Pro val lie Asn His Gly Met Trp Gin Thr lie ser val 
370 375 380 

Glu Glu Leu Ala Arg Asn Leu val lie Lys Val Asn Arg Asp Ala val 
385 390 395 400 

Met Lys i1e Ala va1 Ala Gly Asp Leu Phe Gin Pro Glu Arg Gly Leu 
405 410 415 

Tyr His Leu Asn Leu Thr Val Gly Gly lie Pro Phe His Glu Lys Asp 
420 425 430 

Leu Val Gin Pro lie Asn Pro Arg Leu Asp Gly Cys Met Arg Ser Trp 
435 440 . 445 

Asn Trp Leu Asn Gly Glu Asp Thr Thr lie Gin Glu Thr Val Lys val 
450 455 460 

Asn Thr Arg Met Gin cys Phe Ser val Thr Glu Arg Gly Ser Phe Tyr 
465 470 475 480 

Pro Gly ser Gly Phe Ala Phe Tyr ser Leu Asp Tyr Met Arg Thr pro 
485 490 495 

Leu Asp val Gly Thr Glu ser Thr Trp Glu val Glu val val Ala His 
500 505 510 

He Arg Pro Ala Ala Asp Thr Gly val Leu Phe Ala Leu Trp Ala Pro 
515 520 525 

Asp Leu Arg Ala val Pro Leu ser Val Ala Leu val Asp Tyr His ser 
530 535 540 

Thr Lys Lys Leu Lys Lys Gin Leu Val Val Leu Ala Val Glu His Thr 
545 550 555 560 

Ala Leu Ala Leu Met Glu He Lys val Cys Asp Gly Gin Glu His Val 
565 570 575 

Val Thr val ser Leu Arg Asp Gly Glu Ala Thr Leu Glu val Asp Gly 
580 585 590 

Thr Arg Gly Gin ser Glu val ser Ala Ala Gin Leu Gin Glu Arg Leu. 
595 600 605 
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Ala val Leu Glu Arg His Leu Arg sen Pro Val Leu Thr Phe Ala Gly 
610 615 620 

Gly Leu Pro Asp val Pro val Thr Ser Ala Pro val Thr Ala Phe Tyr 
625 630 635 640 

Arg Gly Cys Met Thr Leu Glu val Asn Arg Arg Leu Leu Asp Leu Asp 
645 650 655 

Glu Ala Ala Tyr Lys His Ser Asp lie Thr Ala His Ser Cys Pro Pro 
660 665 670 

Val Glu pro Ala Ala Ala 
675 

<210> 4 

<211> 2461 

<212> DNA 

<213> Homo sapiens 

<400> 4 

ccgcagccgc cgccgccgcc gccgccgcga tgtgaccttc agggccgcca ggacgggatg 60 

accggagcct ccgccccgcg gcgcccgctc gcctcggcct cccgggcgct ctgaccgcgc 120 

gtccccggcc cgccatggcc ccttcgctct cgcccgggcc cgccgccctg cgccgcgcgc 180 

cgcagctgct gctgctgctg ctggccgcgg agtgcgcgct tgccgcgctg ttgccggcgc 240 

gcgaggccac gcagttcctg cggcccaggc agcgccgcgc ctttcaggtc ttcgaggagg 300 

ccaagcaggg ccacctggag agggagtgcg tggaggagct gtgcagccgc gaggaggcgc 360 

gggaggtgtt cgagaacgac cccgagacgg attattttta cccaagatac ttagactgca 420 

tcaacaagta tgggtctccg tacaccaaaa actcaggctt cgccacctgc gtgcaaaacc 480 

tgcctgacca gtgcacgccc aacccctgcg ataggaaggg gacccaagcc tgccaggacc 540 

tcatgggcaa cttcttctgc ctgtgtaaag ctggctgggg gggccggctc tgcgacaaag 600 

atgtcaacga atgcagccag gagaacgggg gctgcctcca gatctgccac aacaagccgg 660 

gtagcttcca ctgttcctgc cacagcggct tcgagctctc ctctgatggc aggacctgcc 720 

aagacataga cgagtgcgca gactcggagg cctgcgggga ggcgcgctgc aagaacctgc 780 

ccggctccta ctcctgcctc tgtgacgagg gctttgcgta cagctcccag gagaaggctt 840 

gccgagatgt ggacgagtgt ctgcagggcc gctgtgagca ggtctgcgtg aactccccag 900 

ggagctacac ctgccactgt gacgggcgtg ggggcctcaa gctgtcccag gacatggaca 960 

cctgtgagga catcttgccg tgcgtgccct tcagcgtggc caagagtgtg aagtccttgt 1020 

acctgggccg gatgttcagt gggacccccg tgatccgact gcgcttcaag aggctgcagc 1080 

ccaccaggct ggtagctgag tttgacttcc ggacctttga ccccgagggc atcctcctct 1140 

ttgccggagg ccaccaggac agcacctgga tcgtgctggc cctgagagcc ggccggctgg 1200 

agctgcagct gcgctacaac ggtgtcggcc gtgtcaccag cagcggcccg gtcatcaacc 1260 
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atggcatgtg gcagacaatc tctgttgagg agctggcgcg gaatctggtc atcaaggtca 1320 

acagggatgc tgtcatgaaa atcgcggtgg ccggggactt gttccaaccg gagcgaggac 1380 

tgtatcatct gaacctgacc gtgggaggta ttcccttcca tgagaaggac ctcgtgcagc 1440 

ctataaaccc tcgtctggat ggctgcatga ggagctggaa ctggctgaac ggagaagaca 15O0 

ccaccatcca ggaaacggtg aaagtgaaca cgaggatgca gtgcttctcg gtgacggaga 1560 

gaggctcttt ctaccccggg agcggcttcg ccttctacag cctggactac atgcggaccc 1620 

ctctggacgt cgggactgaa tcaacctggg aagtagaagt cgtggctcac atccgcccag 1680 

ccgcagacac aggcgtgctg tttgcgctct gggcccccga cctccgtgcc gtgcctctct 1740 

ctgtggcact ggtagactat cactccacga agaaactcaa gaagcagctg gtggtcctgg 1800 

ccgtggagca tacggccttg gccctaatgg agatcaaggt ctgcgacggc caagagcacg 1860 

tggtcaccgt ctcgctgagg gacggtgagg ccaccctgga ggtggacggc accaggggcc 1920 

agagcgaggt gagcgccgcg cagctgcagg agaggctggc cgtgctcgag aggcacctgc 1980 

ggagccccgt gctcaccttt gctggcggcc tgccagatgt gccggtgact tcagcgccag 2040 

tcaccgcgtt ctaccgcggc tgcatgacac tggaggtcaa ccggaggctg ctggacctgg 2100 

acgaggcggc gtacaagcac agcgacatca cggcccactc ctgccccccc gtggagcccg 2160 

ccgcagccta ggcccccacg ggacgcggca ggcttctcag tctctgtccg agacagccgg 2220 

gaggagcctg ggggctcctc accacgtggg gccatgctga gagctgggct ttcctctgtg 2280 

accatcccgg cctgtaacat atctgtaaat agtgagatgg acttggggcc tctgacgccg 2340 

cgcactcagc cgtgggcccg ggcgcgggga ggccggcgca gcgcagagcg ggctcgaaga 2400 

aaataattct ctattatttt tattaccaag cgcttctttc tgactctaaa atatggaaaa 2460 

t 2461 

<210> 5 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer 
<400> 5 

tttccctggc aaggactatg a 21 

<210> 6 

<211> 17 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer 
<400> 6 

aatggcgtga gtcgggc 17 



<210> 7 
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33157_3EQUENCE LISTING 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<223> PGR primer 
<400> 7 

tgatctcttt tggaattaag gagcat 



<210> 8 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> PGR primer 

<400> 8 

atgggcatct cctccataat ttg 



<210> 9 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> PGR primer 

<400> 9 

aaattgctgg cagggttgc 



<210> 10 

<21L> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> PGR primer 

<400> 10 

tttctgtact gcgggtggaa c 



<210> 11 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> PGR primer 

<400> 11 

gcaaaccttc aaggcagcc 



<210> 12 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> PGR primer 

<400> 12 



PCT/EP2004/004052 
(ASCII TEXT) CSSW1915) .TXT 

26 



23 



19 



21 



19 
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tgctgtttgc ctcggacat 19 

<210> 13 

<211> 16 

<212> DNA 

<213> Artificial 

<220> 

<223> PGR primer 

<400> 13 

acgctgctcg tcgccg 16 

<210> 14 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer 

<400> 14 

gccagcctcc tggacatcct 20 

<210> 15 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer 

<40Q> 15 

acccaacacc aagacacagt tct 23 

<210> 16 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer 

<400> 16 

tcttactgct atacctttac tctttatggt gta 33 

<210> 17 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR primer 

<400> 17 

cagccgcttc acctacagc 19 

<210> 18 

<211> 25 

<212> DNA 

<213> Artificial 
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<220> 

<223> PGR primer 
<400> 18 

ttttgtattc aatcactgtc ttgcc 



<210> 19 

<211> 20 

<212> DMA 

<213> Artificial 

<220> 

<223> PGR primer 

<400> 19 

gccagcctcc tggacatcct 



<210> 20 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> PGR primer 

<400> 20 

agtcctttca ggctagctgc ate 



<210> 21 

<211> 17 

<212> DMA 

<213> Artificial 

<220> 

<223> PGR primer 

<400> 21 

tcgaggacag cgaggcc 



<210> 22 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> PGR primer 

<400> 22 

tcgagggtgt agcgtgtaga ga 



<210> 23 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> PGR primer 

<400> 23 

atggggaagg tgaaggtcg 



<210> 24 



CASCII TEXT) (SSW1915) .TXT 

25 

20 

23 

17 

22 

19 
Page 13 



wo 2004/092735 



PCT/EP2004/004052 



33157_SEQUENCE LISTING (ASCII TE)Cr) CSSW1915) .TXT 

<211> 20 
<212> DMA 
<213> Artificial 

<220> 

<223> PCR primer 
<400> 24 

taaaagcagc cctggtgacc 20 

<21G> 25 

<211> 21 

<212> RNA 

<213> Artificial 

<220> 

<223> si RNA 
<400> 25 

aaccaagugc cacaaaggaa c. 21 

<210> 26 

<211> 21 

<212> RNA 

<213> Artificial 

<220> 

<223> si RNA 
<400> 26 

aaacaucgag agagcugagg a 21 

<210> 27 

<211> 21 

<212> RNA 

<213> Artificial 

<220> 

<223> si RNA 
<400> 27 

aagugcgcug cuggugccaa c 21 

<210> 28 

<211> 3309 

<212> DNA 

<213> Homo sapiens 

<400> 28 

ctgcaggggg gggggggggg gggggggggg ggggggggcg cagcacggct cagaccgagg 60 

cgcacaggct cgcagctccg ggcgcctagc gcccggtccc cgccgcgacg cgccaccgtc 120 

cctgccggcg cctccgcgcc ttcgaaatga gggtcctggg tgggcgctgc ggggcgccgc 180 

tggcgtgtct cctcctagtg cttcccgtct cagaggcaaa ccttctgtca aagcaacagg 240 

cttcacaagt cctggttagg aagcgtcgtg caaattcttt acttgaagaa accaaacagg 300 

gtaatcttga aagagaatgc atcgaagaac tgtgcaataa agaagaagcc agggaggtct 360 

ttgaaaatga cccggaaacg gattattttt atccaaaata cttagtttgt cttcgctctt 420 

ttcaaactgg gttattcact gctgcacgtc agtcaactaa tgcttatcct gacctaagaa 480 
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gctgtgtcaa 


tgccattcca 


gaccagtgta 


gtcctctgcc 


atgcaatgaa 


gatggatata 


540 


tgagctgcaa 


agatggaaaa 


gcttctttta 


cttgcacttg 


taaaccaggt 


tggcaaggag 


600 


aaaagtgtga 


atttgacata 


aatgaatgca 


aagatccctc 


aaatataaat 


ggaggttgca 


660 


gtcaaatttg 


tgataataca 


cctggaagtt 


accactgttc 


ctgtaaaaat 


ggttttgtta 


720 


tgctttcaaa 


taagaaagat 


tgtaaagatg 


tggatgaatg 


ctctttgaag 


ccaagcattt 


780 


gtggcacagc 


tgtgtgcaag 


aacatcccag 


gagattttga 


atgtgaatgc 


cccgaaggct 


840 


acagatataa 


tctcaaatca 


aagtcttgtg 


aagatataga 


tgaatgctct 


gagaacatgt 


900 


gtgctcagct 


ttgtgtcaat 


taccctggag 


gttacacttg 


ctattgtgat 


gggaagaaag 


960 


gattcaaact 


tgcccaagat 


cagaagagtt 


gtgaggttgt 


ttcagtgtgc 


cttcccttga 


1020 


accttgacac 


aaagtatgaa 


ttactttact 


tggcggagca 


gtttgcaggg 


gttgttttat 


.1080 


atttaaaatt 


tcgtttgcca 


gaaatcagca 


gattttcagc 


agaatttgat 


ttccggacat 


1140 


atgattcaga 


aggcgtgata 


ctgtacgcag 


aatctatcga 


tcactcagcg 


tggctcctga 


1200 


ttgcacttcg 


tggtggaaag 


attgaagttc 


agcttaagaa 


tgaacataca 


tccaaaatca 


1260 


caactggagg 


tgatgttatt 


aataatggtc 


tatggaatat 


ggtgtctgtg 


gaagaattag 


1320 


aacatagtat 


tagcattaaa 


atagctaaag 


aagctgtgat 


ggatataaat 


aaacctggac . 


1380 


ccctttttaa 


gccggaaaat 


ggattgctgg 


aaaccaaagt 


atactttgca 


ggattccctc 


1440 


ggaaagtgga 


aagtgaactc 


attaaaccga 


ttaaccctcg 


tctagatgga 


tgtatacgaa 


1500 


gctggaattt 


gatgaagcaa 


ggagcttctg 


gaataaagga 


aattattcaa 


gaaaaacaaa 


1560 


ataagcattg 


cctggttact 


gtggagaagg 


gctcctacta 


tcctggttct 


ggaattgctc 


1620 


aatttcacat 


agattataat 


aatgtatcca 


gtgctgaggg 


ttggcatgta 


aatgtgacct 


1680 


tgaatattcg 


tccatccacg 


ggcactggtg 


ttatgcttgc 


cttggtttct 


ggtaacaaca 


1740 


cagtgccctt 


tgctgtgtcc 


ttggtggact 


ccacctctga 


aaaatcacag 


gatattctgt 


1800 


tatctgttga 


aaatactgta 


atatatcgga 


tacaggcect 


aagtctatgt 


tccgatcaac 


1860 


aatctcatct 


ggaatttaga 


gtcaacagaa 


acaatctgga 


gttgtcgaca 


ccacttaaaa 


1920 


tagaaaccat 


ctcccatgaa 


gaccttcaaa 


gacaacttgc 


cgtcttggac 


aaagcaatga 


1980 


aagcaaaagt 


ggccacatac 


ctgggtggcc 


ttccagatgt 


tccattcagt 


gccacaccag 


2040 


tgaatgcctt 


ttataatggc 


tgcatggaag 


tgaatattaa 


tggtgtacag 


ttggatctgg 


2100 


atgaagccat 


ttctaaacat 


aatgatatta 


gagctcactc 


atgtccatca 


gtttggaaaa 


2160 


agacaaagaa 


ttcttaaggc 


atcttttctc 


tgcttataat 


accttttcct 


tgtgtgtaat 


2220 


tatacttatg 


tttcaataac 


agctgaaggg 


ttttatttac 


aatgtgcagt 


ctttgattat 


2280 


tttgtggtcc 


tttcctggga 


tttttaaaag 


gtcctttgtc 


aaggaaaaaa 


attctgttgt 


2340 


gatataaatc 


acagtaaaga 


aattcttact 


tctcttgcta 


tctaagaata 


gtgaaaaata 


2400 


acaattttaa 


atttgaattt 


ttttcctaca 


aatgacagtt 


tcaatttttg 


tttgtaaaac 


2460 


taaattttaa 


ttttatcatc 


atgaactagt 


gtctaaatac 


ctatgttttt 


ttcagaaagc 


2520 
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aaggaagtaa actcaaacaa aagtgcgtgt aattaaatac tattaatcat aggcagatac 2580 

tattttgttt atgtttttgt ttttttcctg atgaaggcag aagagatggt ggtctattaa 2640 

atatgaattg aatggagggt cctaatgcct tatttcaaaa caattcctca gggggaccag 2700 

ctttggcttc atctttctct tgtgtggctt cacatttaaa ccagtatctt tattgaatta 2760 

gaaaacaagt gggacatatt ttcctgagag cagcacagga atcttcttct tggcagctgc 2820 

agtctgtcag gatgagatat cagattaggt tggataggtg gggaaatctg aagtgggtac 2880 

attttttaaa ttttgctgtg tgggtcacac aaggtctaca ttacaaaaga cagaattcag 2940 

ggatggaaag gagaatgaac aaatgtggga gttcatagtt ttccttgaat ccaactttta 3000 

attaccagag taagttgcca aaatgtgatt gttgaagtac aaaaggaact atgaaaacca 3060 

gaacaaattt taacaaaagg acaaccacag agggatatag tgaatatcgt atcattgtaa 3120 

tcaaagaagt aaggaggtaa gattgccacg tgcctgctgg tacftgtgatg catttcaagt 3180 

ggcagtttta tcacgtttga atctaccatt catagccaga tgtgtatcag atgtttcact 3240 

gacagttttt aacaataaat tcttttcact gtattttata tcacttataa taaatcggtg 3300 

tataatttt 3309 

<210> 29 

<211> 676 

<212> PRT 

<213> Homo sapiens 

<400> 29 

Met Arg val Leu Gly Gly Arg cys Gly Ala Pro Leu Ala cys Leu Leu 
1 5 10 15 ' 

Leu va1 Leu Pro Va1 Ser Glu Ala Asn Leu Leu Ser Lys Gin Gin Ala 
20 25 .30 

ser Gin val Leu val Arg Lys Arg Arg Ala Asn ser Leu Leu Glu Glu 
35 40 45 

Thr Lys Gin Gly Asn Leu Glu Arg Glu Cys He Glu Glu Leu cys Asn 
50 55 60 

Lys Glu Glu Ala Arg Glu Val Phe Glu Asn Asp Pro Glu Thr Asp Tyr 
65 .70 75 80 

Phe Tyr Pro Lys Tyr Leu val Cys Leu Arg Ser Phe Gin Thr Gly Leu 
85 90 95 . 

Phe Thr Ala Ala Arg Gin ser Thr Asn Ala Tyr Pro Asp Leu Arg Ser 
100 105 110 

cys Val Asn Ala lie Pro Asp Gin cys ser Pro Leu Pro cys Asn Glu 
115 120 125 
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Asp Gly Tyr Met Ser Cys Lys Asp Gly Lys Ala Ser Phe Thr Cys Thr 
130 135 140 



cys Lys Pro Gly Trp Gin Gly Glu Lys Cys Glu Phe Asp lie Asn Glu 
145 . 150 155 160 

Cys Lys Asp Pro Sen Asn lie Asn Gly Gly cys Ser Gin He Cys Asp 
165 170 175 

Asn Thr Pro Gly ser Tyr His cys Ser Cys Lys Asn Gly Phe Val Met 
180 185 190 

Leu ser Asn Lys Lys Asp cys Lys Asp val Asp Glu cys ser Leu Lys 
195 200 205 

Pro ser He cys Gly Thr Ala Val cys Lys Asn lie Pro Gly Asp Phe 
210 215 220 

Glu Cys Glu Cys Pro Glu Gly Tyr Arg Tyr Asn Leu Lys ser Lys Ser 
225 230 235 240 

cys Glu Asp lie Asp Glu Cys Ser Glu Asn Met Cys Ala Gin Leu cys 
.245 250 255 

Val Asn Tyr Pro Gly Gly Tyr Thr Cys Tyr cys Asp Gly Lys Lys Gly 
260 265 270 

Phe Lys Leu Ala Gin Asp Gin Lys Ser Cys Glu val val Ser Val cys 
275 280 285 

Leu Pro Leu Asn Leu Asp Thr Lys Tyr Glu Leu Leu Tyr Leu Ala Glu 
290 295 300 

Gin Phe Ala Gly Val val Leu Tyr Leu Lys Phe Arg Leu Pro Glu He 
305 310 315 320 

ser Arg Phe ser Ala Glu Phe Asp Phe Arg Thr Tyr Asp ser Glu Gly 
325 330 335 

val lie Leu Tyr Ala Glu Ser lie Asp His Ser Ala Trp Leu Leu lie 
340 345 350 

Ala Leu Arg Gly Gly Lys lie Glu val Gin Leu Lys Asn Glu His Thr 
355 360 365 

ser Lys lie Thr Thr Gly Gly Asp val lie Asn Asn Gly Leu Trp Asn 
370 375 380 

Met val ser Val Glu Glu Leu Glu His Ser He ser He Lys He Ala 
385 390 395 400 

Page 17 



wo 2004/092735 



PCT/EP2004/004052 



33157.SEQUENCE LISTING (ASCII TEXT) 



CSSW1915).TXT 



Lys Glu Ala Val Met Asp lie Asn Lys Pro Gly Pro Leu Phe Lys Pro 
405 410 415 



Glu Asn Gly Leu Leu Glu Thr Lys val Tyr Phe Ala Gly Phe Pro Arg 
420 425 430 



Lys val Glu Ser Glu Leu l1e Lys pro lie Asn Pro Arg Leu Asp Gly 
435 440 445 



cys lie Arg Ser Trp Asn Leu Met Lys Gin Gly Ala Ser Gly lie Lys 
450 455 460 



Glu lie lie Gin Glu Lys Gin Asn Lys His cys Leu val Thr Val Glu 
465 470 475 480 



Lys Gly Ser Tyr Tyr Pro Gly Ser Gly lie Ala Gin Phe His lie Asp 
485 490 495 



Tyr Asn Asn val ser ser Ala Glu Gly Trp His val Asn val Thr Leu 
500 505 510 



Asn lie Arg Pro Ser Thr Gly Thr Gly val Met Leu Ala Leu Val ser 
515 520 525 



Gly Asn Asn Thr Val Pro Phe Ala Val Ser Leu val Asp ser Thr Ser 
530 535 540 



Glu Lys Ser Gin Asp He Leu Leu ser val Glu Asn Thr Val lie Tyr 
545 550 555 560 



Arg lie Gin Ala Leu Ser Leu cys ser Asp Gin Gin Ser His Leu Glu 
565 570 575 



Phe Arg Val Asn Arg Asn Asn Leu Glu Leu Ser Thr Pro Leu Lys lie 
580 585 590 



Glu Thr lie Ser His Glu Asp Leu Gin Arg Gin Leu Ala Val Leu Asp 
595 600 605 



Lys Ala Met Lys Ala Lys val Ala Thr Tyr Leu Gly Gly Leu Pro Asp 
610 615 620 



Val Pro Phe ser Ala Thr Pro val Asn Ala Phe Tyr Asn Gly cys Met 
625 630 635 640 



Glu Val Asn lie Asn Gly val Gin Leu Asp Leu Asp Glu Ala lie Ser 
645 650 655 



Lys His Asn Asp lie Arg Ala His Ser Cys Pro ser Val Trp Lys Lys 



660 



665 



670 
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Thr Lys Asn ser 
675 

<210> 30 

<211> 4987 

<212> DMA 

<213> Homo sapiens 



<400> 30 



gagtggagtt 


ctggaggaat 


gtttaccaga 


cacagagccc 


agagggacag 


cgcccagagc 


60 


ccagatagag 


agacacggcc 


tcactggctc 


agcaccaggg 


tccccttccc 


cctcctcagc 


120 


tccctccctg 


gcccctttaa 


gaaagagctg 


atcctctcct 


ctcttgagtt 


aacccctgat 


180 


tgtccaggtg 


gcccctggct 


ctggcctggt 


gggcggaggc 


aaagggggag 


ccaggggcgg 


240 


agaaagggtt 


gcccaagtct 


gggagtgagg 


gaaggaggca 


ggggtgctga 


gaaggcggct 


300 


gctgggcaga 


gccggtggca 


agggcctccc 


ctgccgctgt 


gccaggcagg 


cagtgccaaa 


360 


tccggggagc 


ctggagctgg 


ggggagggcc 


ggggacagcc 


cggccctgcc 


ccctcccccg 


420 


ctgggagccc 


agcaacttct 


gaggaaagtt 


tggcacccat 


ggcgtggcgg 


tgccccagga 


480 


tgggcagggt 


cccgctggcc 


tggtgcttgg 


cgctgtgcgg 


ctgggcgtgc 


atggccccca 


540 


ggggcacgca 


ggctgaagaa 


agtcccttcg 


tgggcaaccc 


agggaatatc 


acaggtgccc 


600 


ggggactcac 


gggcaccctt 


cggtgtcagc 


tccaggttca 


gggagagccc 


cccgaggtac 


660 


attggcttcg 


ggatggacag 


atcctggagc 


tcgcggacag 


cacccagacc 


caggtgcccc 


720 


tgggtgagga 


tgaacaggat 


gactggatag 


tggtcagcca 


gctcagaatc 


acctccctgc 


780 


agctttccga 


cacgggacag 


taccagtgtt 


tggtgtttct 


gggacatcag 


accttcgtgt 


840 


cccagcctgg 


ctatgttggg 


ctggagggct 


tgccttactt 


cctggaggag 


cccgaagaca 


900 


ggactgtggc 


cgccaacacc 


cccttcaacc 


tgagctgcca 


agctcaggga 


cccccagagc 


960 


ccgtggacct 


actctggctc 


caggatgctg 


tccccctggc 


cacggctcca 


ggtcacggcc 


1020 


cccagcgcag 


cctgcatgtt 


ccagggctga 


acaagacatc 


ctctttctcc 


tgcgaagccc 


1080 


ataacgccaa 


gggggtcacc 


acatcccgca 


cagccaccat 


cacagtgctc 


ccccagcagc 


1140 


cccgtaacct 


ccacctggtc 


tcccgccaac 


ccacggagct 


ggaggtggct 


tggactccag 


1200 


gcctgagcgg 


catctacccc 


ctgacccact 


gcaccctgca 


ggctgtgctg 


tcagacgatg 


1260 


ggatgggcat 


ccaggcggga 


gaaccagacc 


ccccagagga 


gcccctcacc 


tcgcaagcat 


1320 


ccgtgccccc 


ccatcagctt 


cggctaggca 


gcctccatcc 


tcacacccct 


tatcacatcc 


1380 


gcgtggcatg 


caccagcagc 


cagggcccct 


catcctggac 


ccactggctt 


cctgtggaga 


1440 


cgccggaggg 


agtgcccctg 


ggcccccctg 


agaacattag 


tgctacgcgg 


aatgggagcc 


1500 


aggccttcgt 


gcattggcaa 


gagccccggg 


cgcccctgca 


gggtaccctg 


ttagggtacc 


1560 


ggctggcgta 


tcaaggccag 


gacaccccag 


aggtgctaat 


ggacataggg 


ctaaggcaag 


1620 


aggtgaccct 


ggagctgcag 


ggggacgggt 


ctgtgtccaa 


tctgacagtg 


tgtgtggcag 


1680 


cctacactgc 


tgctggggat 


ggaccctgga 


gcctcccagt 


acccctggag 


gcctggcgcc 


1740 
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cagtgaagga 


accttcaact 


cctgccttct 


cgtggccctg 


gtggtatgta 


ctgctaggag 


1800 


cagtcgtggc 


cgctgcctgt 


gtcctcatct 


tggctctctt 


ccttgtccac 


cggcgaaaga 


1860 


aggagacccg 


ttatggagaa 


gtgtttgaac 


caacagtgga 


aagaggtgaa 


ctggtagtca 


1920 


ggtaccgcgt 


gcgcaagtcc 


tacagtcgtc 


ggaccactga 


agctaccttg 


aacagcctgg 


1980 


gcatcagtga 


agagctgaag 


gagaagctgc 


gggatgtgat 


ggtggaccgg 


cacaaggtgg 


2040 


ccctggggaa 


gactctggga 


gagggagagt 


ttggagctgt 


gatggaaggc 


cagctcaacc 


2100 


aggacgactc 


catcctcaag 


gtggctgtga 


agacgatgaa 


gattgccatc 


tgcacgaggt 


. 2160 


cagagctgga 


ggatttcctg 


agtgaagcgg 


tctgcatgaa 


ggaatttgac 


catcccaacg 


2220 


tcatgaggct 


catcggtgtc 


tgtttccagg 


gttctgaacg 


agagagcttc 


ccagcacctg 


2280 


tggticatctt 


acctttcatg 


aaacatggag 


acctacacag 


cttcctcctc 


tattcccggc 


2340 


tcggggacca 


gccagtgtac 


ctgcccactc 


agatgctagt 


gaagttcatg 


gcagacatcg 


2400 


ccagtggcat 


ggagtatctg 


agtaccaaga 


gattcataca 


ccgggacctg 


gcggccagga 


2460 


actgcatgct 


gaatgagaac 


atgtccgtgt 


gtgtggcgga 


cttcgggctc 


tccaagaaga 


2520 


tctacaatgg 


ggactactac 


cgccagggac 


gtatcgccaa 


gatgccagtc 


aagtggattg 


2580 


ccattgagag 


tctagctgac 


cgtgtctaca 


ccagcaagag 


cgatgtgtgg 


tccttcgggg 


2640 


tgacaatgtg 


ggagattgcc 


acaagaggcc 


aaaccccata 


tccgggcgtg 


gagaacagcg 


2700 


agatttatga 


ctatctgcgc 


cagggaaatc 


gcctgaagca 


gcctgcggac 


tgtctggatg 


2760 


gactgtatgc 


cttgatgtcg 


cggtgctggg 


agctaaatcc 


ccaggaccgg 


ccaagtttta 


2820 


cagagctgcg 


ggaagatttg 


gagaacacac 


tgaaggcctt 


gcctcctgcc 


caggagcctg 


2880 


acgaaatcct 


ctatgtcaac 


atggatgagg 


gtggaggtta 


tcctgaaccc 


cctggagctg 


2940 


caggaggagc 


tgacccccca 


acccagccag 


accctaagga 


ttcctgtagc 


tgcctcactg 


3000 


cggctgaggt 


ccatcctgct 


ggacgctatg 


tcctctgccc 


ttccacaacc 


cctagccccg 


3060 


ctcagcctgc 


tgataggggc 


tccccagcag 


ccccagggca 


ggaggatggt 


gcctgagaca 


3120 


accctccacc 


tggtactccc 


tctcaggatc 


caagctaagc 


actgccactg 


gggaaaactc 


3180 


caccttccca 


ctttcccacc 


ccacgcctta 


tccccacttg 


cagccctgtc 


ttcctaccta 


3240 


tcccacctcc 


atcccagaca 


ggtccctccc 


cttctctgtg 


cagtagcatc 


accttgaaag 


3300 


cagtagcatc 


accatctgta 


aaaggaaggg 


gttggattgc 


aatatctgaa 


gccctcccag 


3360 


gtgttaacat 


tccaagactc 


tagagtccaa 


ggtttaaaga 


gtctagattc 


aaaggttcta 


3420 


ggtttcaaag 


atgctgtgag 


tctttggttc 


taaggacctg 


aaattccaaa 


gtctctaatt 


3480 


ctattaaagt 


gctaaggttc 


taaggcctac 


tttttttttt 


tttttttttt 


tttttttttt 


3540 


ttttgcgata 


gagtctcact 


gtgtcaccca 


ggctggagtg 


cagtggtgca 


atctcgcctc 


3600 


actgcaacct 


tcacctaccg 


agttcaagtg 


attttcctgc 


cttggcctcc 


caagtagctg 


3660 


ggattacagg 


tgtgtgccac 


cacacccggc 


taatttttat 


atttttagta 


gagacagggt 


3720 


ttcaccatgt 


tggccaggct 


ggtctaaaac 


tcctgacctc 


aagtgatctg 


cccacctcag 


3780 
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cctcccaaag 


tgctgagatt 


acaggcatga 


gccactgcac 


tcaaccttaa 


gacctactgt 


3840 


tctaaagctc 


tgacattatg 


tggttttaga 


ttttctggtt 


ctaacatttt 


tgataaagcc 


3900 


tcaaggtttt 


aggttctaaa 


gttctaagat 


tctgatttta 


ggagctaagg 


ctctatgagt 


3960 


ctagatgttt 


attcttctag 


agttcagagt 


ccttaaaatg 


taagattata 


gattctaaag 


4020 


attctatagt 


tctagacatg 


gaggttctaa 


ggcctaggat 


tctaaaatgt 


gatgttctaa 


4080 


ggctctgaga 


gtctagattc 


tctggctgta 


aggctctaga 


tcataaggct 


tcaaaatgtt 


4140 


atcttctcaa 


gttctaagat 


tctaatgatg 


atcaattata 


gtttctgagg 


ctttatgata 


4200 


atagattctc 


ttgtataaga 


tcctagatcc 


taagggtcga 


aagctctaga 


atctgcaatt 


4260 


caaaagttcc 


aagagtctaa 


agatggagtt 


tctaaggtcc 


ggtgttctaa 


gatgtgatat 


4320 


tctaagactt 


actctaagat 


cttagattct 


ctgtgtctaa 


gattctagat 


cagatgctcc 


4380 


aagattctag 


atgattaaat 


aagattctaa 


cggtctgttc 


tgtttcaagg 


cactctagat 


4440 


tccattggtc 


caagattccg 


gatcctaagc 


atctaagtta 


taagactctc 


acactcagtt 


4500 


gtgactaact 


agacaccaaa 


gttctaataa 


tttctaatgt 


tggacacctt 


taggttcttt 


4560 


gctgcattct 


gcctctctag 


gaccatggtt 


aagagtccaa 


gaatccacat 


ttctaaaatc 


4620 


ttatagttct 


aggcactgta 


gttctaagac 


tcaaatgttc 


taagtttcta 


agattctaaa 


4680 


ggtccacagg 


tctagactat 


taggtgcaat 


ttcaaggttc 


taaccctata 


ctgtagtatt 


4740 


ctttggggtg 


cccctctcct 


tcttagctat 


cattgcttcc 


tcctccccaa 


ctgtgggggt 


4800 


gtgccccctt 


caagcctgtg 


caatgcatta 


gggatgcctc 


ctttcccgca 


gggs^tggac 


4860 


gatctcccac 


ctttcgggcc 


atgttgcccc 


cgtgagccaa 


tccctcacct 


tctgagtaca 


4920 


gagtgtggac 


tctggtgcct 


ccagaggggc 


tcaggtcaca taaaactttg 


tatatcaacg 


4980 



aaaaaaa 4987 



<210> 31 

<211> 885 

<212> PRT 

<213> Homo sapiens 

<400> 31 

Met Ala Trp Arg Cys Pro Arg Met Gly Arg val Pro Leu Ala Trp cys 
15 10 15 



Leu Ala Leu Cys Gly Trp Ala Cys Met Ala Pro Arg Gly Thr Gin Ala 
20 25 30 



Glu Glu ser Pro Phe Val Gly Asn Pro Gly Asn lie Thr Gly Ala Arg 
35 40 45 



Gly Leu Thr Gly Thr Leu Arg Cys Gin Leu Gin Val Gin Gly Glu Pro 
50 55 60 



Pro Glu val His Trp Leu Arg Asp Gly Gin lie Leu Glu Leu Ala Asp 
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65 70 75 80 

ser Thr Gin Thr Gin val Pro Leu Gly Glu Asp Glu Gin Asp Asp Trp 
85 90 95 

lie Val val ser Gin Leu Arg lie Thr ser Leu Gin Leu ser Asp Thr 
100 105 110 

Gly Gin Tyr Gin cys Leu val Phe Leu Gly His Gin Thr Phe Val ser 
115 120 125 

Gin Pro Gly Tyr val Gly Leu Glu Gly Leu Pro Tyr Phe Leu Glu Glu 
130 135 140 

Pro Glu Asp Arg Thr val Ala Ala Asn Thr Pro Phe Asn Leu Ser Cys 
145 150 155 160 

Gin Ala Gin Gly Pro Pro Glu Pro Val Asp Leu Leu Trp Leu Gin Asp 
165 170 175 

Ala val Pro Leu Ala Thr Ala Pro Gly His Gly Pro Gin Arg Ser Leu 
180 185 190 

His val Pro Gly Leu Asn Lys Thr Ser Ser Phe Ser Cys Glu Ala His 
195 200 205 

Asn Ala Lys Gly Val Thr Thr Ser Arg Thr Ala Thr lie Thr val Leu 
210 215 220 

Pro Gin Gin Pro Arg Asn Leu His Leu Val Ser Arg Gin Pro Thr Glu 
225 230 235 240 

Leu Glu Val Ala Trp Thr Pro Gly Leu ser Gly He Tyr Pro Leu Thr 
245 250 255 

His Cys Thr Leu Gin Ala Val Leu Ser Asp Asp Gly Met Gly lie Gin 
260 265 270 

Ala Gly Glu Pro Asp Pro Pro Glu Glu Pro Leu Thr ser Gin Ala Ser 
275 280 285 

Val Pro Pro His Gin Leu Arg Leu Gly Ser Leu His Pro His Thr Pro 
290 295 300 

Tyr His lie Arg val Ala Cys Thr ser ser Gin Gly Pro Ser Ser Trp 
305 310 315 320 

Thr His Trp Leu Pro val Glu Thr Pro Glu Gly Val Pro Leu Gly Pro 
325 330 335 

Pro Glu Asn He ser Ala Thr Arg Asn Gly Ser Gin Ala Phe val His 

Page 22 



wo 2004/092735 



PCT/EP2004/004052 



340 
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345 



(SSW1915) .TXT 
350 



Trp Gin Glu Pro Arg Ala Pro Leu Gin Gly Thr Leu Leu Gly Tyr Arg 
355 360 365 



Leu Ala Tyr Gin Gly Gin Asp Thr Pro Glu Val Leu Met Asp lie Gly 
370 375 380 



Leu Arg Gin Glu Val Thr Leu Glu Leu Gin Gly Asp Gly Ser Val Ser 
385 390 395 400 



Asn Leu Thr Val cys Val Ala Ala Tyr Thr Ala Ala Gly Asp Gly Pro 
405 410 415 



Trp Ser Leu Pro val Pro Leu Glu Ala Trp Arg Pro Val Lys Glu Pro 
420 425 430 



Ser Thr Pro Ala Phe Ser Trp Pro Trp Trp Tyr Val Leu Leu Gly Ala 
435 440 445 



Val Val Ala Ala Ala Cys Val Leu lie Leu Ala Leu Phe Leu val His 
450 455 460 



Arg Arg Lys Lys Glu Thr Arg Tyr Gly Glu Val Phe Glu Pro Thr val 
465 470 475 480 



Glu Arg Gly Glu Leu val Val Arg Tyr Arg Val Arg Lys Ser Tyr ser 
485 490 495 



Arg Arg Thr Thr Glu Ala Thr Leu Asn ser Leu Gly He Ser Glu Glu 
500 505 510 



Leu Lys Glu Lys Leu Arg Asp Val Met Val Asp Arg His Lys Val Ala 
515 520 525 



Leu Gly Lys Thr Leu Gly Glu Gly Glu Phe Gly Ala val Met Glu < 
530 535 540 



Gin Leu Asn Gin Asp Asp ser lie Leu Lys Val Ala val Lys Thr Met 
545 550 555 560 



Lys lie Ala lie Cys Thr Arg ser Glu Leu Glu Asp Phe Leu Ser Glu 
565 570 575 



Ala val cys Met Lys Glu Phe Asp His Pro Asn val Met Arg Leu lie 
580 585 590 



Gly Val cys Phe Gin Gly ser Glu Arg Glu ser Phe Pro Ala Pro val 
595 600 605 



Val lie Leu Pro Phe Met Lys His Gly Asp Leu His Ser Phe Leu Leu 
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610 



Tvr Ser Arg Leu Gly Asp Gin Pro val Tyr Leu pro Thr Gin Met Leu 
625 630 635 640 



val Lys Phe Met Ala Asp lie Ala Ser Gly Met Glu Tyr Leu ser Thr 
645 650 655 



Lys Arg Phe lie His Arg Asp Leu Ala Ala Arg Asn Cys Met Leu Asn 
660 665 670 



Glu Asn Met Ser Val Cys va1 Ala Asp Phe Gly Leu Ser Lys Lys He 
675 680 685 



Tyr Asn Gly Asp Tyr Tyr Arg Gin Gly Arg lie Ala Lys Met Pro val 
690 695 700 



Lys Trp He Ala He Glu ser Leu Ala Asp Arg val Tyr Thr Ser Lys 
705 710 715 720 



Ser Asp Val Trp ser Phe Gly Val Thr Met Trp Glu He Ala Thr Arg 
725 730 735 



Gin Thr Pro Tyr Pro Gly Val Glu Asn Ser Glu lie Tyr Asp Tyr 
740 745 750 



Leu Arg Gin Gly Asn Arg Leu Lys Gin Pro Ala Asp Cys Leu Asp Gly. 
755 760 765 



Leu Tyr Ala Leu Met Ser Arg Cys Trp Glu Leu Asn Pro Gin Asp Arg 
770 775 780 



Pro Ser Phe Thr Glu Leu Arg Glu Asp Leu Glu Asn Thr Leu Lys Ala 
785 790 795 800 



Leu Pro Pro Ala Gin Glu Pro Asp Glu lie Leu Tyr val Asn Met Asp 
805 810 815 



Glu Gly Gly Gly Tyr Pro Glu Pro Pro Gly Ala Ala Gly Gly Ala Asp 
820 825 830 



Pro Pro Thr Gin Pro Asp Pro Lys Asp Ser Cys Ser cys Leu Thr Ala 
835 840 845 



Ala Glu val His pro Ala Gly Arg Tyr val Leu cys Pro ser Thr Thr 
850 855 860 



Pro Ser Pro Ala Gin Pro Ala Asp Arg Gly ser Pro Ala Ala Pro Gly 
865 870 875 880 



Gin Glu Asp Gly Ala 
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<210> 32 

<211> 5014 

<212> DNA 

<213> Homo sapiens 



<400> 32 


^vggaggaaL 


n^^^^a ^^ana 

gxbXci(.c.aga 


^ar'anan^^^ anannna/^an 

ccLuagagccc agagggacag 


cgcccagagc 






anar*a ^nnr*^ 


^^a r"^nn^+r" 

xcacxggcxc 


an^a^^9n#m ^ff^^^^^fr^t* 

agc.acuaggg xccccxxccc 


cctccTcagc 






n/"^^^^"^+aa 


n a a anan^*!*/^ 

gaaagagcxg 


axccxcxccx cxcxxgagxx 


aaccccTgat 


1 OA 




gc.c.c,c.Lggv.L 


cxggccxggx 


nnn#*nn9#mi* 9 9 9/*m#*a#t#<t'iM 

gggcggaggc aaagggggag 


ccaggggcgg 


240 


anas annnl"!* 


n^^^a an*!"^^ 

gcccaag uCu 


gggagxgagg 


gaaggaggca ggggtgcxga 


gaaggcggct 


3 AA 

500 


nr'tnnnr'arta 


nf"r"nn+nn^a 

gtt-ggxggua 




cxgccgcxgx gccaggcagg 


cagrgccaaa 


3 CA 
3D0 


^^'^■nnnnanr* 


+• n n a n ^ "f" n n 

(.Lggagv-vyg 


nnnnannn^/* 

ggggagggcc 


nnnn9^9^^^ r^f%n^^r^^r%^^ 

ggggacagcc cggcccxgcc 


cccxcccccg 


A "JA 

4Z0 




an^a a ^"+*^#~^* 
ag uda CXX CX 


g eig g aoag xx 


xggcacccax ggcgtggcgg 


tgccccagga 


A DA 

480 


T:gggcagggx 


cccgcxggcc 


xggxgcxxgg 


cgcxgLgcgg ctgggcgtgc 


atggccccca 


540 


ggggcdcgca 


ggcxgaagaa 


agxcccxxcg 


xgggcaaccc agggaataxc 


acaggtgccc 


oOO 


ggggacxcac 


gggcacccxx 


cggxgxcagc 


tccaggttca gggagagccc 


cccgaggtac 


f f A 

660 


oiL cggcxxcg 


ggaxggacag 


axccxggagc 


xcgcggacag cacccagacc 


caggtgcccc 


^"*n 

720 


Lggg Lgaggd 


^na a ^anna*f" 
l.gaciL.a.ggaX 


gacxggaxag 


xggxcagcca gcxcagaaxc 


acctccctgc 


780 


dgCLLLCCga 


cacgggacag 


xaccagtgtt 


tggtgtttct gggacatcag 


accttcgtgt 


840 


cccagcctgg 


ctatgttggg 


ctggagggct 


tgccttactt cctggaggag 


cccgaagaca 


900 


ggacLgrggc 


eg ccaacacc 


cccTtcaacc 


tgagctgcca agctcaggga 


cccccagagc 


960 


ccgLggaccx 


auxcxggcxc 


caggaxgcxg 


xcccccxggc cacggctcca 


ggtcacggcc 


1020 


cccagcgcag 


ccxgcaxgxx 


ccagggctga 


acaagacatc ctctttctcc 


tgcgaagccc 


1080 


a^aa^rt^<~9 a 

aXdcLcgccaa 


gggggxcacc 


acaxcccgca 


cagccaccat cacagtgctc 


ccccagcagc 


1140 


CCCgLdaCC L 


ccaccxggxc 


xcccgccaac 


ccacggagct ggaggtggct 


tggactccag 


1200 


gccxgagcgg 


caxcxacccc 


ctgacccact 


gcaccctgca ggctgtgctg 


tcagacgatg 


1260 


ggatgggcat 


ccaggcggga 


gaaccagacc 


ccccagagga gcccctcacc 


tcgcaagcat 


1320 


ccgtgccccc 


ccatcagctt 


cggctaggca 


gcctccatcc tcacacccct 


tatcacatcc 


1380 


gcgtggcatg 


caccagcagc 


cagggcccct 


catcctggac ccactggctt 


cctgtggaga 


1440 


cgccggaggg 


agtgcccctg 


ggcccccctg 


agaacattag tgctacgcgg 


aatgggagcc 


1500 


aggccttcgt 


gcattggcaa 


gagccccggg 


cgcccctgca gggtaccctg 


ttagggtacc 


1560 


ggctggcgta 


tcaaggccag 


gacaccccag 


aggtgctaat ggacataggg 


ctaaggcaag 


1620 


aggtgaccct 


ggagctgcag 


ggggacgggt 


ctgtgtccaa tctgacagtg 


tgtgtggcag 


1680 


cctacactgc 


tgctggggat 


ggaccctgga 


gcctcccagt acccctggag 


gcctggcgcc 


1740 


cagggcaagc 


acagccagtc 


caccagctgg 


tgaaggaacc ttcaactcct 
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ggccctggtg 


gtatgtactg 


ctaggagcag 


tcgtggccgc 


tgcctgtgtc 


ctcatcttgg 


1860 


ctctcttcct 


tgtccaccgg 


cgaaagaagg 


agacccgtta 


tggagaagtg 


tttgaaccaa 


1920 


cagtggaaag 


aggtgaactg 


gtagtcaggt 


accgcgtgcg 


caagtcctat 


agtcgtcgga 


1980 


ccactgaagc 


taccttgaac 


agcctgggca 


tcagtgaaga 


gctgaaggag 


aagctgcggg 


2040 


atgtgatggt 


ggaccggcac 


aaggtggccc 


tggggaagac 


tctgggagag 


ggagagtttg 


2100 


gagctgtgat 


ggaaggccag 


ctcaaccagg 


acgactccat 


cctcaaggtg 


gctgtgaaga 


2160 


cgatgaagat 


tgccatctgc 


acgaggtcag 


agctggagga 


tttcctgagt 


gaagcggtct 


2220 


gcatgaagga 


atttgaccat 


cccaacgtca 


tgaggctcat 


cggtgtctgt 


ttccagggtt 


2280 


ctgaacgaga 


gagcttccca 


gcacctgtgg 


tcatcttacc 


tttcatgaaa 


catggagacc 


2340 


tacacagctt 


cctcctctat 


tcccggctcg 


gggaccagcc 


agtgtacctg 


cccactcaga 


2400 


tgctagtgaa 


gttcatggca 


gacatcgcca 


gtggcatgga 


gtatctgagt 


accaagagat 


2460 


tcatacaccg 


ggacctggcg 


gccaggaact 


gcatgctgaa 


tgagaacatg 


tccgtgtgtg 


2520 


tggcggactt 


cgggctctcc 


aagaagatct 


acaatgggga 


ctactaccgc 


cagggacgta 


2580 


tcgccaagat 


gccagtcaag 


tggattgcca 


ttgagagtct 


agctgaccgt 


gtctacacca 


2640 


gcaagagcga 


tgtgtggtcc 


ttcggggtga 


caatgtggga 


gattgccaca 


agaggccaaa 


2700 


ccccatatcc 


gggcgtggag 


aacagcgaga 


tttatgacta 


tctgcgccag 


ggaaatcgcc 


2760 


tgaagcagcc 


tgcggactgt 


ctggatggac 


tgtatgcctt 


gatgtcgcgg 


tgctgggagc 


2820 


taaatcccca 


ggaccggcca 


agttttacag 


agctgcggga 


agatttggag 


aacacactga 


2880 


aggccttgcc 


tcctgcccag 


gagcctgacg 


aaatcctcta 


tgtcaacatg 


gatgagggtg 


2940 


gaggttatcc 


tgaaccccct 


ggagctgcag 


gaggagctga 


ccccccaacc 


cagccagacc 


3000 


ctaaggattc 


ctgtagctgc 


ctcactgcgg 


ctgaggtcca 


tcctgctgga 


cgctatgtcc 


3060 


tctgcccttc 


cacaacccct 


agccccgctc 


agcctgctga 


taggggctcc 


ccagcagccc 


3120 


cagggcagga 


ggatggtgcc 


tgagacaacc 


ctccacctgg 


tactccctct 


caggatccaa 


3180 


gctaagcact 


gccactgggg 


aaaactccac 


cttcccactt 


tcccacccca 


cgccttatcc 


3240 


ccacttgcag 


ccctgtcttc 


ctacctatcc 


cacctccatc 


ccagacaggt 


ccctcccctt 


3300 


ctctgtgcag 


tagcatcacc 


ttgaaagcag 


tagcatcacc 


atctgtaaaa 


ggaaggggtt 


3360 


ggattgcaat 


atctgaagcc 


ctcccaggtg 


ttaacattcc 


aagactctag 


agtccaaggt 


3420 


ttaaagagtc 


tagattcaaa 


ggttctaggt 


ttcaaagatg 


ctgtgagtct 


ttggttctaa 


3480 


ggacctgaaa 


ttccaaagtc 


tctaattcta 


ttaaagtgct 


aaggttctaa 


ggcctacttt 


3540 


tttttttttt 


tttttttttt 


tttttttttt 


tgcgatagag 


tctcactgtg 


tcacccaggc 


3600 


tggagtgcag 


tggtgcaatc 


tcgcctcact 


gcaaccttca 


cctaccgagt 


tcaagtgatt 


3660 


ttcctgcctt 


ggcctcccaa 


gtagctggga 


ttacaggtgt 


gtgccaccac 


acccggctaa 


3720 


tttttatatt 


tttagtagag 


acagggtttc 


accatgttgg 


ccaggctggt 


ctaaaactcc 


3780 


tgacctcaag 


tgatctgccc 


acctcagcct 


cccaaagtgc 


tgagattaca 


ggcatgagcc 


3840 
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actgcactca accttaagac ctactgttct aaagctctga cattatgtgg ttttagattt 3900 

tctggttcta acatttttga taaagcctca aggttttagg ttctaaagtt ctaagattct 3960 

gattttagga gctaaggctc tatgagtcta gatgtttatt cttctagagt tcagagtcct 4020 

taaaatgtaa gattatagat tctaaagatt ctatagttct agacatggag gttctaaggc 4080 

ctaggattct aaaatgtgat gttctaaggc tctgagagtc tagattctct ggctgtaagg 4140 

ctctagatca taaggcttca aaatgttatc ttctcaagtt ctaagattct aatgatgatc 4200 

aattatagtt tctgaggctt tatgataata gattctcttg tataagatcc tagatcctaa 4260 

gggtcgaaag ctctagaatc tgcaattcaa aagttccaag agtctaaaga tggagtttct 4320 

aaggtccggt gttctaagat gtgatattct aagacttact ctaagatctt agattctctg 4380 

tgtctaagat tctagatcag atgctccaag attctagatg attaaataag attctaacgg 4440 

tctgttctgt ttcaaggcac tctagattcc attggtccaa gattccggat cctaagcatc 4500 

taagttataa gactctcaca ctcagttgtg actaactaga caccaaagtt ctaataattt 4560 

ctaatgttgg acacctttag gttctttgct gcattctgcc tctctaggac catggttaag 4620 

agtccaagaa tccacatttc taaaatctta tagttctagg cactgtagtt ctaagactca 4680 

aatgttctaa gtttctaaga ttctaaaggt ccacaggtct agactattag gtgcaatttc 4740 

aaggttctaa ccctatactg tagtattctt tggggtgccc ctctccttct tagctatcat 4800 

tgcttcctcc tccccaactg tgggggtgtg cccccttcaa gcctgtgcaa tgcattaggg 4860 

atgcctcctt tcccgcaggg gatggacgat ctcccacctt tcgggccatg ttgcccccgt 4920 

gagccaatcc ctcaccttct gagtacagag tgtggactct ggtgcctcca gaggggctca 4980 

ggtcacataa aactttgtat atcaacgaaa aaaa 5014 

<210> 33 

<211> 894 

<212> PRT 

<213> Homo sapiens 

<400> 33 

Met Ala Trp Arg cys Pro Arg Met Gly Arg Val Pro Leu Ala Trp Cys 
15 10 15 

Leu Ala Leu Cys Gly Trp Ala cys Met Ala Pro Arg Gly Thr Gin Ala 
20 25 30 

Glu Glu ser Pro Phe Val Gly Asn Pro Gly Asn lie Thr Gly Ala Arg 
35 40 45 

Gly Leu Thr Gly Thr Leu Arg cys Gin Leu Gin val Gin Gly Glu Pro 
50 55 60 

Pro Glu Val His Trp Leu Arg Asp Gly Gin lie Leu Glu Leu Ala Asp 
65 70 75 80 
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Ser Thr Gin Thr Gin Val Pro Leu Gly Glu Asp Glu Gin Asp Asp Trp 
85 90 95 



lie val Val ser Gin Leu Arg lie Thr ser Leu Gin Leu ser Asp Thr 
100 105 110 



Gly Gin Tyr Gin Cys Leu val Phe Leu Gly His Gin Thr Phe val ser 
115 120 125 



Gin Pro Gly Tyr Val Gly Leu Glu Gly Leu Pro Tyr Phe Leu Glu Glu 
130 135 140 



Pro Glu Asp Arg Thr val Ala Ala Asn Thr Pro Phe Asn Leu ser cys 
145 150 155 160 



Gin Ala Gin Gly Pro Pro Glu Pro Val Asp Leu Leu Trp Leu Gin Asp 
165 170 175 

Ala Val Pro Leu Ala Thr Ala Pro Gly His Gly Pro Gin Arg ser Leu 
180 185 190 



His Val Pro Gly Leu Asn Lys Thr Ser Ser Phe ser Cys Glu Ala His 
195 200 205 



Asn Ala Lys Gly Val Thr Thr ser Arg Thr Ala Thr He Thr val Leu 
210 215 220 



Pro Gin Gin Pro Arg Asn Leu His Leu Val ser Arg Gin Pro Thr Glu 
225 230 235 240 



Leu Glu Val Ala Trp Thr Pro Gly Leu ser Gly lie Tyr Pro Leu Thr 
245 250 255 



His Cys Thr Leu Gin Ala val Leu Ser Asp Asp Gly Met Gly He Gin 
260 265 270 



Ala Gly Glu Pro Asp Pro Pro Glu Glu Pro Leu Thr Ser Gin Ala Ser 
275 280 285 



Val Pro Pro His Gin Leu Arg Leu Gly ser Leu His Pro His Thr Pro 
290 295 300 



Tyr His lie Arg Val Ala Cys Thr Ser Ser Gin Gly Pro ser Ser Trp 
305 310 315 320 



Thr His Trp Leu Pro val Glu Thr Pro Glu Gly val Pro Leu Gly Pro 
325 330 335 



Pro Glu Asn lie Ser Ala Thr Arg Asn Gly ser Gin Ala Phe Val His 



340 



345 



350 
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Trp Gin Glu Pro Arg Ala Pro Leu Gin Gly Thr Leu Leu Gly Tyr Arg 
355 360 365 

Leu Ala Tyr Gin Gly Gin Asp Thr Pro Glu Val Leu Met Asp He Gly 
370 375 380 

Leu Arg Gin Glu Val Thr Leu Glu Leu Gin Gly Asp Gly ser val ser 
385 390 395 400 

Asn Leu Thr val cys val Ala Ala jyr Thr Ala Ala Gly Asp Gly Pro 
405 410 415 

Trp ser Leu Pro val Pro Leu Glu Ala Trp Arg Pro Gly Gin Ala Gin 
420 425 430 

Pro val His Gin Leu val Lys Glu Pro Ser Thr Pro Ala Phe ser Trp 
435 440 445 

Pro Trp Trp Tyr Val Leu Leu Gly Ala val val Ala Ala Ala cys val 
450 455 460 

Leu He Leu Ala Leu Phe Leu val His Arg Arg Lys Lys Glu Thr Arg 
465 470 475 480 

Tyr Gly Glu val Phe Glu Pro Thr Val Glu Arg Gly Glu Leu val Val 
485 490 495 

Arg Tyr Arg Val Arg Lys ser Tyr ser Arg Arg Thr Thr Glu Ala Thr 
500 505 510 

Leu Asn ser Leu Gly lie ser Glu Glu Leu Lys Glu Lys Leu Arg Asp 
515 520 525 

val Met val Asp Arg His Lys val Ala Leu Gly Lys Thr Leu Gly Glu 
530 535 540 

Gly Glu Phe Gly Ala val Met Glu Gly Gin Leu Asn Gin Asp Asp ser 
545 550 555 560 

lie Leu Lys val Ala val Lys Thr Met Lys lie Ala He Cys Thr Arg 
565 570 575 

Ser Glu Leu Glu Asp Phe Leu Ser Glu Ala val cys Met Lys Glu Phe 
580 585 590 

Asp His Pro Asn val Met Arg Leu lie Gly val cys Phe Gin Gly ser 
595 600 605 

Glu Arg Glu ser Phe Pro Ala Pro Val val lie Leu Pro Phe Met Lys 
610 615 620 
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His Gly Asp Leu His ser Phe Leu Leu Tyr Ser Arg Leu Gly Asp Gin 
625 630 635 640 



Pro val Tyr Leu Pro Thr Gin Met Leu val Lys Phe Met Ala Asp lie 
645 650 655 



Ala Ser Gly Met Glu Tyr Leu Ser Thr Lys Arg Phe He His Arg Asp 
660 665 670 



Leu Ala Ala Arg Asn Cys Met Leu Asn Glu Asn Met Ser val cys val 
675 680 685 



Ala Asp phe Gly Leu ser Lys Lys He Tyr Asn Gly Asp Tyr Tyr Arg 
690 695 700 



Gin Gly Arg lie Ala Lys Met Pro Val Lys Trp lie Ala lie Glu ser 
705 710 715 720 



Leu Ala Asp Arg val Tyr Thr ser Lys ser Asp val Trp ser Phe 
725 730 735 



Val Thr Met Trp Glu He Ala Thr Arg Gly Gin Thr Pro Tyr Pro Gly 
740 745 750 



Val Glu Asn Ser Glu lie Tyr Asp Tyr Leu Arg Gin Gly Asn Arg Leu 
755 760. 765 



Lys Gin Pro Ala Asp cys Leu Asp Gly Leu Tyr Ala Leu Met Ser Arg 
770 775 780 



Cys Trp Glu Leu Asn Pro Gin Asp Arg Pro ser Phe Thr Glu Leu Arg 
785 790 795 800 



Glu Asp Leu Glu Asn Thr Leu Lys Ala Leu Pro Pro Ala Gin Glu Pro 
805 810 815 



Asp Glu lie Leu Tyr Val Asn Met Asp Glu Gly Gly Gly Tyr Pro Glu 
820 825 830 



pro Pro Gly Ala Ala Gly Gly Ala Asp Pro Pro Thr Gin Pro Asp Pro 
835 840 845 



Lys Asp Ser Cys ser Cys Leu Thr Ala Ala Glu val His Pro Ala Gly 
850 855 860 



Arg Tyr Val Leu cys Pro Ser Thr Thr Pro ser Pro Ala Gin Pro Ala 
865 870 875 880 



Asp Arg Gly ser Pro Ala Ala Pro Gly Gin Glu Asp Gly Ala 



885 



890 
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<210> 34 

<211> 3608 

<212> DNA 

<213> Homo sapiens 



<400> 34 



gaattcgtgt 


ctcggcactc 


actcccggcc 


gcccggacag 


ggagctttcg 


ctggcgcgct 


60 


tggccggcga 


caggacaggt 


tcgggacgtc 


catctgtcca 


tccgtccgga 


gagaaattac 


120 


agatccgcag 


ccccgggatg 


gggccggccc 


cgctgccgct 


gctgctgggc 


ctcttcctcc 


180 


ccgcgctctg 


gcgtagagct 


atcactgagg 


caagggaaga 


agccaagcct 


tacccgctat 


240 


tcccgggacc 


ttttccaggg 


agcctgcaaa 


ctgaccacac 


accgctgtta 


tcccttcctc 


300 


acgccagtgg 


gtaccagcct 


gccttgatgt 


tttcaccaac 


ccagcctgga 


agaccacata 


360 


caggaaacgt 


agccattccc 


caggtgacct 


ctgtcgaatc 


aaagccccta 


ccgcctcttg 


420 


ccttcaaaca 


cacagttgga 


cacataatac 


tttctgaaca 


taaaggtgtc 


aaatttaatt 


480 


gctcaatcaa 


tgtacctaat 


atataccagg 


acaccacaat 


ttcttggtgg 


aaagatggga 


540 


aggaattgct 


tgggggacat 


catcgaatta 


cacagtttta 


tccagatgat 


gaagttacag 


600 


caataatcgc 


ttccttcagc 


ataaccagtg 


tgcagcgttc 


agacaatggg 


tcgtatatct 


660 


gtaagatgaa 


aataaacaat 


gaagagatcg 


tgtctgatcc 


catctacatc 


gaagtacaag 


720 


gacttcctca 


ctttactaag 


cagcctgaga 


gcatgaatgt 


caccagaaac 


acagccttca 


780 


acctcacctg 


tcaggctgtg 


ggcccgcctg 


agcccgtcaa 


cattttctgg 


gttcaaaaca 


840 


gtagccgtgt 


taacgaacag 


cctgaaaaat 


cccccggcgt 


gctaactgtt 


ccaggcctga 


900 


cggagatggc 


ggtcttcagt 


tgtgaggccc 


acaatgacaa 


agggctgacc 


gtgtcccagg 


960 


gagtgcagat 


caacatcaaa 


gcaattccct 


ccccaccaac 


tgaagtcagc 


atccgtaaca 


1020 


gcactgcaca 


cagcattctg 


atctcctggg 


ttcctggttt 


tgatggatac 


tccccgttca 


1080 


ggaattgcag 


cattcaggtc 


aaggaagctg 


atccgctggg 


taatggctca 


gtcatgattt 


1140 


ttaacacctc 


tgccttacca 


catctgtacc 


aaatcaagca 


gctgcaagcc 


ctggctaatt 


1200 


acagcattgg 


tgtttcctgc 


atgaatgaaa 


taggctggtc 


tgcagtgagc 


ccttggattc 


1260 


tagcaagcac 


gactgaagga 


gccccatcag 


tagcaccttt 


aaatgtcact 


gtgtttctga 


1320 


atgaatctag 


tgataatgtg 


gacatcagat 


ggatgaagcc 


tccgactaag 


cagcaggatg 


1380 


gagaactggt 


gggctaccgg 


atatcccacg 


tgtggcagag 


tgcagggatt 


tccaaagagc 


1440 


tcttggagga 


agttggccag 


aatggcagcc 


gagctcggat 


ctctgttcaa 


gtccacaatg 


1500 


ctacgtgcac 


agtgaggatt 


gcagccgtca 


ccagaggggg 


agttgggccc 


ttcagtgatc 


1560 


cagtgaaaat 


atttatccct 


gcacacggtt 


gggtagatta 


tgccccctct 


tcaactccgg 


1620 


cgcctggcaa 


cgcagatcct 


gtgctcatca 


tctttggctg 


cttttgtgga 


tttattttga 


1680 


ttgggttgat 


tttatacatc 


tccttggcca 


tcagaaaaag 


agtccaggag 


acaaagtttg 


1740 


ggaatgcatt 


cacagaggag 


gattctgaat 


tagtggtgaa 


ttatatagca 


aagaaatcct 


1800 


tctgtcggcg 


agccattgaa 


cttaccttac 


atagcttggg 


agtcagtgag 


gaactacaaa 


1860 
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ataaactaga agatgttgtg attgacagga atcttctaat tcttggaaaa attctgggtg ld20 

aaggagagtt tgggtctgta atggaaggaa atcttaagca ggaagatggg acctctctga 1980 

aagtggcagt gaagaccatg aagttggaca actcttcaca tcgggagatc gaggagtttc 2040 

tcagtgaggc agcgtgcatg aaagacttca gccacccaaa tgtcattcga cttctaggtg 2100 

tgtgtataga aatgagctct caaggcatcc caaagcccat ggtaatttta cccttcatga 2160 

aatacgggga cctgcatact tacttacttt attcccgatt ggagacagga ccaaagcata 2220 

ttcctctgca gacactattg aagttcatgg tggatattgc cctgggaatg gagtatctga 2280 

gcaacaggaa ttttcttcat cgagatttag ctgctcgaaa ctgcatgttg cgagatgaca 2340 

tgactgtctg tgttgcggac ttcggcctct ctaagaagat ttacagtggc gattattacc 2400 

gccaaggccg cattgctaag atgcctgtta aatggatcgc catagaaagt cttgcagacc 2460 

gagtctacac aagtaaaagt gatgtgtggg catttggcgt gaccatgtgg gaaatacgta 2520 

cgcggggaat gactccctat cctggggtcc agaaccatga gatgtatgac tatcttctcc 2580 

atggccacag gttgaagcag cccgaagact gcctggatga actgtatgaa ataatgtact 2640 

cttgctggag aaccgatccc ttagaccgcc ccaccttttc agtattgagg ctgcagctag 2700 

aaaaactctt agaaagtttg cctgacgttc ggaaccaagc agacgttatt tacgtcaata 2760 

cacagttgct ggagagctct gagggcctgg cccagggccc cacccttgct ccactggact 2820 

tgaacatcga ccctgactct ataattgcct cctgcactcc ccgcgctgcc atcagtgtgg 2880 

tcacagcaga agttcatgac agcaaacctc atgaaggacg gtacatcctg aatgggggca 2940 

gtgaggaatg ggaagatctg acttctgccc cctctgctgc agtcacagct gaaaagaaca 3000 

gtgttttacc gggggagaga cttgttagga atggggtctc ctggtcccat tcgagcatgc 3060 

tgcccttggg aagctcattg cccgatgaac ttttgtttgc tgacgactcc tcagaaggct 3120 

cagaagtcct gatgtgagga gaggtgcggg gagacattcc aaaaatcaag ccaattcttc 3180 

tgctgtagga gaatccaatt gtacctgatg tttttggtat ttgtcttcct taccaagtga 3240 

actccatggc cccaaagcac cagatgaatg ttgttaagga agctgtcatt aaaaatacat 3300 

aatatatatt tatttaaaga gaaaaaatat gtgtatatca tgaaaaagac aaggatattt 3360 

taataaaaca ttacttattt catttcactt atcttgcata tcttaaaatt aagcttcagc 3420 

tgctccttga tattaacctt tgtacagagt tgaagttgtt ttttcaactt cttttctttt 3480 

tcattactat taaatgtaaa aatatttgta aaatgaaatg ccatatttga cttggcttct 3540 

ggtcttgatg tatttgataa gaatgattaa ttttctgata tggcttccat aataaaattg 3600 

aaatagga 3608 

<210> 35 

<211> 999 

<212> PRT 

<213> Homo sapiens 

<400> 35 
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Met Gly Pro Ala Pro Leu Pro Leu Leu Leu Gly Leu Phe Leu Pro Ala 
15 10 15 



Leu Trp Arg Arg Ala He Thr Glu Ala Arg Glu Glu Ala Lys Pro Tyr 
20 25 30 



Pro Leu Phe Pro Gly Pro Phe Pro Gly ser Leu Gin Thr Asp His Thr 
35 40 45 



pro Leu Leu Ser Leu Pro His Ala Ser Gly Tyr Gin Pro Ala Leu Met 
50 55 60 



Phe Ser Pro Thr Gin Pro Gly Arg Pro His Thr Gly Asn val Ala lie 
65 70 75 80 



pro Gin Val Thr Ser Val Glu Ser Lys Pro Leu Pro Pro Leu Ala Phe 
85 90 95 



Lys His Thr Val Gly His lie lie Leu Ser Glu His Lys Gly val Lys 
100 105 110 



Phe Asn cys Ser lie Asn Val Pro Asn lie Tyr Gin Asp Thr Thr lie 
115 120 125 



ser Trp Trp Lys Asp Gly Lys Glu Leu Leu Gly Gly His His Arg lie 
130 135 140 



Thr Gin Phe Tyr Pro Asp Asp Glu Val Thr Ala lie lie Ala ser Phe 
145 150 155 160 



ser He Thr Ser val Gin Arg ser Asp Asn Gly Ser Tyr He Cys Lys 
165 170 175 



Met Lys lie Asn Asn Glu Glu lie Val Ser Asp Pro lie Tyr lie Glu 
180 185 190 



Val Gin Gly Leu Pro His Phe Thr Lys Gin Pro Glu ser Met Asn val 
195 200 205 



Thr Arg Asn Thr Ala Phe Asn Leu Thr Cys Gin Ala Val Gly Pro Pro 
210 215 220 



Glu Pro Val Asn lie Phe Trp val Gin Asn ser ser Arg val Asn Glu 
225 230 235 240 



Gin Pro Glu Lys ser Pro Gly val Leu Thr Val Pro Gly Leu Thr Glu 
245 250 255 



Met Ala Val Phe Ser cys Glu Ala His Asn Asp Lys Gly Leu Thr Val 



260 



265 



270 



Page 33 



wo 2004/092735 



PCT/EP2004/004052 



33157_SEQUENCE LISTING (ASCII TEXT) 



(SSW1915) -TXT 



ser Gin Gly val Gin lie Asn lie Lys Ala He Pro Ser Pro Pro Thr 
275 280 285 



Glu val ser lie Arg Asn Ser Thr Ala His ser lie Leu lie Ser Trp 
290 295 300 



Val Pro Gly Phe Asp Gly Tyr Ser Pro Phe Arg Asn Cys Ser He Gin 
305 310 315 320 



val Lys Glu Ala Asp Pro Leu Gly Asn Gly ser val Met lie Phe Asn 
325 330 335 



Thr ser Ala Leu Pro His Leu Tyr Gin lie Lys Gin Leu Gin Ala Leu 
340 345 350 



Ala Asn Tyr ser lie Gly val Ser cys Met Asn Glu He Gly Trp ser 
355 360 365 



Ala val ser Pro Trp lie Leu Ala ser Thr Thr Glu Gly Ala Pro Ser 
370 375 380 



Val Ala Pro Leu Asn val Thr val Phe Leu Asn Glu ser Ser Asp Asn 
385 390 395 400 



Val Asp lie Arg Trp Met Lys Pro Pro Thr Lys Gin Gin Asp Gly Glu 
405 410 415 



Leu Val Gly Tyr Arg He Ser His val Trp Gin ser Ala Gly He ser 
420 425 430 



Lys Glu Leu Leu Glu Glu Val Gly Gin Asn Gly ser Arg Ala Arg lie 
435 440 445 



ser Val Gin val His Asn Ala Thr Cys Thr val Arg He Ala Ala val 
450 455 460 



Thr Arg Gly Gly Val Gly Pro Phe ser Asp Pro Val Lys He Phe He 
465 470 475 480 



Pro Ala His Gly Trp val Asp Tyr Ala Pro Ser Ser Thr Pro Ala Pro 
485 490 495 



Asn Ala Asp Pro Val Leu lie lie Phe Gly Cys Phe Cys Gly Phe 
500 505 510 



He Leu lie Gly Leu He Leu Tyr He Ser Leu Ala He Arg Lys Arg 
515 520 525 



Val Gin Glu Thr Lys Phe Gly Asn Ala Phe Thr Glu Glu Asp Ser Glu 



530 




540 
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Tyr lie Ala Lys Lys ser Phe cys Arg 
550 555 



(SSW1915) .TXr 



Leu 
545 



val 



Val 



Asn 



Arg 



Ala 



He 
560 



Glu Leu Thr Leu His Ser Leu Gly Val ser Glu Glu Leu Gin Asn Lys 
565 570 575 



Leu Glu Asp va1 val lie Asp Arg Asn Leu Leu He Leu Gly Lys lie 
580 585 590 



Leu Gly Glu Gly Glu Phe Gly ser val Met Glu Gly Asn Leu Lys Gin 
595 600 605 



Glu Asp Gly Thr Ser Leu Lys val Ala val Lys Thr Met Lys Leu Asp 
610 615 620 



Asn Ser Ser His Arg Glu He Glu Glu Phe Leu ser Glu Ala Ala cys 
625 630 635 640 



Met Lys Asp Phe Ser His Pro Asn val He Arg Leu Leu Gly val cys 
645 650 655 



lie Glu Met Ser ser Gin Gly lie Pro Lys Pro Met val lie Leu Pro 
660 665 670 



Phe Met Lys Tyr Gly Asp Leu His Thr Tyr Leu Leu Tyr ser Arg Leu 
675 680 685 



Glu Thr Gly Pro Lys His lie Pro Leu Gin Thr Leu Leu Lys Phe Met 
690 695 700 



Val Asp lie Ala Leu Gly Met Glu Tyr Leu Ser Asn Arg Asn Phe Leu 
705 710 715 720 



His Arg Asp Leu Ala Ala Arg Asn Cys Met Leu Arg Asp Asp Met Thr 
725 730 735 



Val Cys Val Ala Asp Phe Gly Leu ser Lys Lys lie Tyr ser Gly Asp 
740 745 750 



Arg Gin Gly Arg lie Ala Lys Met Pro val Lys Trp lie Ala 
755 760 765 



lie Glu Ser Leu Ala Asp Arg Val Tyr Thr ser Lys Ser Asp Val Trp 
770 775 780 



Ala Phe Gly val Thr Met Trp Glu He Arg Thr Arg Gly Met Thr pro 
785 790 795 800 



Tyr Pro Gly Val Gin Asn His Glu Met Tyr Asp Tyr Leu Leu His Gly 



805 



810 



815 
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His Arg Leu Lys Gin Pro Glu Asp Cys Leu Asp Glu Leu Tyr Glu lie 
820 825 830 

Met Tyr Ser Cys Trp Arg Thr Asp Pro Leu Asp Arg Pro Thr Phe Ser 
835 . 845 845 

val Leu Arg Leu Gin Leu Glu Lys Leu Leu Glu Ser Leu Pro Asp val 
850 855 860 

Arg Asn Gin Ala Asp Val lie Tyr val Asn Thr Gin Leu Leu Glu Ser 
865 870 875 880 

ser Glu Gly Leu Ala Gin Gly Pro Thr Leu Ala Pro Leu Asp Leu Asn 
885 890 «95 

lie Asp Pro Asp ser lie He Ala Ser cys Thr Pro Arg Ala Ala lie 
900 905 910 

ser Val val Thr Ala Glu val His Asp Ser Lys pro His Glu Gly Arg 
915 920 925 

Tyr lie Leu Asn Gly Gly Ser Glu Glu Trp Glu Asp Leu Thr Ser Ala 
930 935 940 

Pro Ser Ala Ala Val Thr Ala Glu Lys Asn ser Val Leu Pro Gly Glu 
945 950 955 960 

Arg Leu Val Arg Asn Gly Val Ser Trp ser His ser ser Met Leu Pro 
965 970 975 

Leu Gly ser ser Leu Pro Asp Glu Leu Leu Phe Ala Asp Asp ser Ser 
980 985 990 

Glu Gly Ser Glu Val Leu Met 
995 
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